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Figure 2. Microbiota analysis in T2D patients (n = 105) versus healthy controls (n = 45). The relative
abundance of the Lactobacillus spp. (a), Bacteroides spp. (b), Bacteroides—Porphyromonas—Prevotella (c),
Enterobacteriaceae (d), A. muciniphila (e) and Fusobacterium spp. (f) in fecal samples harvested from
healthy individuals and T2D patients. *, p < 0.05, **, p < 0.01, *** p < 0.0001.

Figure 1. Microbiota analysis in T2D patients (n = 105) versus healthy controls (n = 45). The relative
abundance of the Firmicutes (a), Bacteroidetes (b), Beta Proteobacteria (¢), Gamma Protecbacteria (d),
Verrucomicrobia (e) and Tenericutes (f) bacteria in fecal samples harvested from healthy individuals
and T2D patients. **, p < 0.01; ***, p < 0.001, *** p < 0.0001.
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Figure 3. Microbiota and metabolite analysis in T2D patients (1 = 105) versus healthy controls Clostridiacede
(n = 45). The relative abundance of the Clostridium leptum (a), F. prausnitzii (b), Butyricicoccus (c), Ru- veillonellaceae 1.0
minococcus (d) in fecal samples harvested from healthy individuals and T2D patients; (e) metabolites : ”W"‘“'_‘r“’*"‘t“
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Figure 5. Correlations between clinical parameters and the top 30 OTUs in type 2 diabetes patients.
The clinical parameters included BMI, hypertension (HT), hemoglobin Alc (HbAlc), serum choles-
terol, triglycerides, HDL, LDL and creatinine. Pink indicates a positive correlation, blue indicates a
negative correlation, while white indicates no correlation.
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Table 1. Patient characteristics: age, sex (female/male), body mass index (BMI), blood pressure
(millimeters of mercury—mmHg), glycated hemoglobin (HbA1lc), high-density lipoprotein (HDL),
low-density lipoprotein (LDL), tryglycerides (TG), and medication used—statin, metformin, Dipep-
tidyl peptidase-4 (DPP4) inhibitors and insulin.

Characteristic HC T2D
Age 56 £+ 10.30 63 = 12.25
Sex (F/M) 10/5 9/6
BMI 24.8 =225 31 +4.29
Blood pressure (mmHg): systolic 110 £ 2.10 1385 +2.8
Blood pressure (mmHg): diastolic 62 +1.99 88.14+1.3
HbAlc (%) 54+ 0.19 6.5+ 06
HDL (mg/dL) 65 4 3.99 47 +6.55
LDL (mg/dL) 97 £ 15.56 118 + 27.67
TG (mg/dL) 88 + 14.27 132 + 48.47
Statin (number/total) 2/15 3/15
Metformin (number /total) n/a 15/15
DPP4 inhibitors n/a 2/15

Insulin n/a 0/15
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Figure 1. Inflammatory markers in T2D after SARS-CoV-2 infection. (a) SARS-CoV-2 RNA levels
in healthy controls and T2D patients—determined using RT PCR; (b) CRF quantification in serum
samples from SARS-CoV-2-infected healthy controls and T2D patients; (¢) IL-8 quantification in
serum samples from SARS-CoV-2-infected healthy controls and T2D patients; (d) IL-1p in serum
samples from SARS-CoV-Z-infected healthy controls and T2D patients; (e) IL-17 expression in total
blood samples from SARS-CoV-2-infected healthy controls and T2D patients; (f) NOS quantification
in serum samples from SARS-CoV-Z-infected healthy controls and T2D patients. Statistical analyses
performed using Unpaired t-test with Welch's correction. **, p < 0.01.
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Figure 2. Microbiome dysbiosis and oxidative stress in T2D patients after SARS-CoV-2 infection. Figure 3. Microbiome alterations after SARS-CoV-2 infection in T2D patients and healthy controls.
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Figure 4. SARS-CoV-2 infection triggers mycobiome changes. (a) Relative abundance of Aspergillus
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Figure 5. Correlations between clinical parameters and the top OTUs identified in SARS-CoV-2
infected T2D patients and healthy controls. The clinical parameters included viral RNA levels, IL-13,
IL-8, 1I-17, oxidative stress (ROS, NOS, Nox1, Nox2, Nox4), CRP. Red indicates a positive correlation,
green indicates a negative correlation, while yellow indicates no correlation.
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